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500 510 520 530 540 550 560 570 580
GGTAATGCTTAGAGTACACCCCCA TGT G CTG ATT C CCACACT TTGAGGGGCGC CCCCCCCTTGIGCC A AC CCA AG GC A AC CAG GTG
— —
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590 600 610 620 630 640 650 660
G¢c T TG 6 TG GA A T TC C GGC C CGA ACT T TA AGGTG G GCA AG G AAA T TA AC CT A AAG G G TG T ACCCTCGGCG GCTCTGCA ACC

670 680 690 700 710 750 ' 730 720 '
AA T TGGCAAG G G GCC CGAG TCT TCA A TTCTCTC G GA AGAGT TA AA GGT T TT A AG G GAAG AAA G A CTTTTTGGGGATG A
—_—

750 760 770 780 790 800 810 820
GG G T G GG T G CA CT TT CAC TCAAAG AAAAAGCGG CT G G GACCGA A AGGAA GGG A A CAT GGA ACCT A A AGGA A T TC A AG C

830 840
c C TT G A AAA TG AACT G AAAG GAA
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